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3 <110> APPLICANT: Huse, William D. 

4 Watkins, Jeffry D. 

6 <120> TITLE OF INVENTION: Tumor Specific Human Monoclonal Antibodies and Methods 

7 of Use 

9 <130> FILE REFERENCE: P-IX 2947 

11 <140> CURRENT APPLICATION NUMBER; 09/203, 768A 

12 <141> CURRENT FILING DATE: 1998-12-02 
14 <160> NUMBER OF SEQ ID NOS : 8 

16 <170> SOFTWARE: PatentIn Ver . 2.0 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 417 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Homo sapiens 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: (1)..(417) 

27 <220> FEATURE: 

28 <221> NAME/KEY: sig_peptide 



29 


<222> LOCATION: 


(1) 


.-(57) 






















31 


<400> SEQUENCE: 


1 


























32 


atg 


aaa 


cac 


ctg 


tgg 


ttc 


ttc 


etc 


etc 


ctg 


gtg 


gca 


get 


cec 


aga 


tgg 


48 


33 


Met 


Lys 


His 


Leu 


Trp 


Phe 


Phe 


Leu 


Leu 


Leu 


Val 


Ala 


Ala 


Pro 


Arg 


Trp 




34 


1 








5 










10 










15 






36 


gtc 


ctg 


tec 


cag 


gtg 


cag 


eta 


cag 


eag 


tgg 


ggc 


gca 


gga 


ctg 


ttg 


aag 


96 


37 


Val 


Leu 


Ser 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Trp Gly 


Ala 


Gly 


Leu 


Leu 


Lys 




38 








20 










25 










30 








40 


cot 


teg 


gag 


ace 


ctg 


tec 


etc 


acc 


tgc 


get 


gtc 


tat 


ggt 


ggg 


tec 


ttc 


144 


41 


Pro 


Ser 


Glu 


Thr 


Leu 


Ser 


Leu 


Thr 


Cys 


Ala 


Val 


Tyr 


Gly 


Gly 


Ser 


Phe 




42 






35 










40 










45 










44 


agt 


ggt 


tac 


tac 


tgg 


age 


tgg 


ate 


egc 


cag 


cce 


cea 


ggg 


aag 


ggg 


ctg 


192 


45 


Ser 


Gly 


Tyr 


Tyr 


Trp 


Ser 


Trp 


He 


Arg 


Gin 


Pro 


Pro 


Gly 


Lys 


Gly 


Leu 




46 




50 










55 










60 












48 


gag 


tgg 


att 


ggg 


gaa 


ate 


aat 


cat 


agt 


gga 


age 


ace 


aac 


tac 


aac 


ccg 


240 


49 


Glu 


Trp 


He 


Gly 


Glu 


He 


Asn 


His 


Ser 


Gly 


Ser 


Thr 


Asn 


Tyr 


Asn 


Pro 




50 


65 










70 










75 










80 




52 


tec 


etc 


aag 


agt 


cga 


gtc 


acc 


ata 


tea 


gta 


gac 


acg 


tee 


aag 


aac 


cag 


288 


53 


Ser 


Leu 


Lys 


Ser 


Arg 


val 


Thr 


He 


Ser 


Val 


Asp 


Thr 


Ser 


Lys 


Asn 


Gin 




54 










85 










90 










95 






56 


ttc 


tec 


ctg 


aag 


ctg 


age 


tet 


gtg 


acc 


gee 


gcg 


gac 


acg 


get 


gtg 


tat 


336 


57 


Phe 


Ser 


Leu 


Lys 


Leu 


Ser 


Ser 


val 


Thr 


Ala 


Ala 


Asp 


Thr 


Ala 


Val 


Tyr 




58 








100 










105 










110 








60 


tac 


tgt 


gcg 


aga 


gaa 


ata 


gca 


get 


cgt 


cct 


cac 


cga 


tac 


ttt 


gac 


tac 


384 


61 


Tyr 


Cys 


Ala 


Arg 


Glu 


He 


Ala 


Ala 


Arg 


Pro 


His 


Arg 


Tyr 


Phe 


Asp 


Tyr 




62 






115 










120 










125 










64 


tgg 


ggc 


cag 


gga 


acc 


ctg 


gtc 


acc 


gtc 


tec 


tea 












417 


65 


Trp 


Gly 


Gin 


Gly 


Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 














66 




130 










135 























\ 



file://C:\CRF3\Outhold\VsrI203768A.htm 



7/6/00 



RAW SEQUENCE LISTING DATE: 07/06/2000 

PATENT APPLICATION: US/09/203 , 768A TIME: 13:01:24 

Input Set : A:\Ix2947.app 

Output Set: N:\CRF3\07062000\I203768A.raw 

69 <210> SEQ ID NO: 2 

70 <211> LENGTH: 139 

71 <212> TYPE: PRT 

72 <213> ORGANISM: Homo sapiens 
74 <400> SEQUENCE: 2 
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103 <210> SEQ ID NO: 3 

104 <211> LENGTH: 351 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Homo sapiens 

108 <220> FEATURE: 

109 <221> NAME/KEY: CDS 

110 <222> LOCATION: (1)..(351) 

112 <220> FEATURE: 

113 <221> NAME/KEY; sig_peptide 

114 <222> LOCATION: (1)..(24) 
116 <400> SEQUENCE: 3 
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<210> SEQ ID NO 


5 


























182 


<211> LENGTH: 354 
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<212> TYPE: DNA 
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<213> ORGANISM: 


Homo sapiens 
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<220> FEATURE: 
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<221> NAME/KEY: 
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<222> LOCATION: 
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<210> SEQ ID NO 
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LENGTH: 118 
PRT 



225 <211> 

226 <212> TYPE 

227 <213> ORGANISM 
229 <400> SEQUENCE 



Homo sapiens 
6 
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255 <210> SEQ ID NO: 7 

256 <211> LENGTH: 333 

257 <212> TYPE: DNA 

258 <213> ORGANISM 
2 60 <2 20> FEATURE: 

NAME/KEY 



Homo sapiens 



261 <221> 
2 62 <222> LOCATION 
264 <400> SEQUENCE 



CDS 
(1) • 

7 



(333 ) 



265 tct tct gag ctg act cag gac ect 

266 Ser Ser Glu Leu Thr Gin Asp Pro 

267 1 5 

269 aca gtc agg ate aca tge caa gga 

270 Thr Val Arg He Thr Cys Gin Gly 

271 20 

273 age tgg tac cag cag aag eca gga 



get gtg tct gtg gee ttg gga cag 
Ala Val Ser Val Ala Leu Gly Gin 

10 15 
gac age etc aga age tat tat gea 
Asp Ser Leu Arg Ser Tyr Tyr Ala 

25 30 
cag gee ect gta ctt gtc ate tat 



48 



96 
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294 <210> SEQ ID NO: 8 

295 <211> LENGTH: 111 

296 <212> TYPE: PRT 

297 <213> ORGANISM: Homo sapiens 
299 <400> SEQUENCE: 8 
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